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Output Set: N:\CRF3\03142002\J087464.raw 

3 <110> APPLICANT: Chishti, Athar 

4 Oh, Steven 

5 Liu, David 

6 Goel, Vikas 

7 Li, Xuerong 

9 <120> TITLE OF INVENTION: Band 3 Antigenic Peptides, Malaria Polypeptides and Uses 
Thereof 

11 <130> FILE REFERENCE: S1237/7019 
C--> 13 <140> CURRENT APPLICATION NUMBER: US/10/087 , 464 
C--> 13 <141> CURRENT FILING DATE: 2002-03-01 

13 <150> PRIOR APPLICATION NUMBER: US 06/272,930 

14 <151> PRIOR FILING DATE: 2001-03-02 
16 <160> NUMBER OF SEQ ID NOS : 59 

18 <170> SOFTWARE: Patentln version 3.0 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 20 

22 <212> TYPE: PRT 

23 <213> ORGANISM: Homo sapiens 
25 <400> SEQUENCE: 1 

27 Gly Met Pro Trp Leu Ser Ala Thr Thr Val Arg Ser Val Thr His Ala 

28 1 5 10 15 

30 Asn Ala Leu Thr 

31 20 

33 <210> SEQ ID NO: 2 

34 <211> LENGTH: 20 

35 <212> TYPE: PRT 

36 <213> ORGANISM: Homo sapiens 
38 <400> SEQUENCE: 2 

40 Ser Val Thr His Ala Asn Ala Leu Thr Val Met Gly Lys Ala Ser Thr 

41 1 5 10 15 
4 3 Pro Gly Ala Ala 

44 20 

46 <210> SEQ ID NO: 3 

47 <211> LENGTH: 20 

48 <212> TYPE: PRT 

49 <213> ORGANISM: Homo sapiens 
51 <400> SEQUENCE: 3 

53 Gly Lys Ala Ser Thr Pro Gly Ala Ala Ala Gin lie Gin Glu Val Lys 

54 1 ^ 5 10 15 

56 Glu Gin Arg He 

57 20 

59 <210> SEQ ID NO: 4 

60 <211> LENGTH: 20 

61 <212> TYPE: PRT 
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62 <213> ORGANISM: Homo sapiens 
64 <400> SEQUENCE: 4 

66 Asp Arg lie Leu Leu Leu Phe Lys Pro Pro Lys Tyr His Pro Asp Val 

67 1 5 10 15 

69 Pro Tyr Val Lys 

70 20. 

72 <210> SEQ ID NO: 5 

73 <211> LENGTH: 3475 

74 <212> TYPE: DNA 

75 <213> ORGANISM: Homo sapiens 

77 <400> SEQUENCE: 5 

78 ggaacgagtg ggaacgtagc tggtcgcaga gggcaccagc ggctgcagga cttcaccaag 60 
80 ggaccctgag gctcgtgagc agggacccgc ggtgcgggtt atgctggggg ctcagatcac 120 
82 cgtagacaac tggacactca ggaccacgcc atggaggagc tgcaggatga ttatgaagac 180 
84 atgatggagg agaatctgga gcaggaggaa tatgaagacc cagacatccc cgagtcccag 240 
86 atggaggagc cggcagctca cgacaccgag gcaacagcca cagactacca caccacatca 300 
88 cacccgggta cccacgaggt ctatgtggag ctgcaggagc tggtgatgga cgaaaagaac 360 
90 caggagctga gatggatgga ggcggcgcgc tgggtgcaac tggaggagaa cctgggggag 420 
92 aatggggcct ggggccgccc gcacctctct cacctcacct tctggagcct cctagagctg 480 
94 cgtagagtct tcaccaaggg tactgtcctc ctagacctgc aagagacctc cctggctgga 540 
96 gtggccaacc aactgctaga caggtttatc tttgaagacc agatccggcc tcaggaccga 600 
98 gaggagctgc tccgggccct gctgcttaaa cacagccacg ctggagagct ggaggccctg 660 
100 gggggtgtga agcctgcagt cctgacacgc tctggggatc cttcacagcc tctgctcccc 720 
102- caacactcct cactggagac acagctcttc tgtgagcagg gagatggggg cacagaaggg 780 
104 cactcaccat ctggaattct ggaaaagatt cccccggatt cagaggccac gttggtgcta 84 0 
106 gtgggccgcg ccgacttcct ggagcagccg gtgctgggct tcgtgaggct gcaggaggca 900 
108 gcggagctgg aggcggtgga gctgccggtg cctatacgct tcctctttgt gttgctggga 960 
110 cctgaggccc cccacatcga ttacacccag cttggccggg ctgctgccac cctcatgtca 1020 
112 gagagggtgt tccgcataga tgcctacatg gctcagagcc gaggggagct gctgcactcc 1080 
114 ctagagggct tcctggactg cagcctagtg ctgcctccca ccgatgcccc ctccgagcag 1140 
116 gcactgctca gtctggtgcc tgtgcagagg gagctacttc gaaggcgcta tcagtccagc 1200 
118 cctgccaagc cagactccag cttctacaag ggcctagact taaatggggg cccagatgac 1260 
120 cctctgcagc agacaggcca gctcttcggg ggcctggtgc gtgatatccg gcgccgctac 1320 
122 ccctattacc tgagtgacat cacagatgca ttcagccccc aggtcctggc tgccgtcatc 1380 
124 ttcatctact ttgctgcact gtcacccgcc atcaccttcg gcggcctcct gggagaaaag 1440 
126 acccggaacc agatgggagt gtcggagctg ctgatctcca ctgcagtgca gggcattctc 1500 
128 ttcgccctgc tgggggctca gcccctgctt gtggtcggct tctcaggacc cctgctggtg 1560 
130 tttgaggaag ccttcttctc gttctgcgag accaacggtc tagagtacat cgtgggccgc 1620 
132 gtgtggatcg gcttctggct catcctgctg gtggtgttgg tggtggcctt cgagggtagc 1680 
134 ttcctggtcc gcttcatctc ccgctatacc caggagatct tctccttcct catttccctc 1740 
136 atcttcatct atgagacttt ctccaagctg atcaagatct tccaggacca cccactacag 1800 
138 aagacttata actacaacgt gttgatggtg cccaaacctc agggccccct gcccaacaca 1860 
140 gccctcctct cccttgtgct catggccggt accttcttct ttgccatgat gctgcgcaag 1920 
142 ttcaagaaca gctcctattt ccctggcaag ctgcgtcggg tcatcgggga cttcggggtc 1980 
144 cccatctcca tcctgatcat ggtcctggtg gatttcttca ttcaggatac ctacacccag 2040 
146 aaactctcgg tgcctgatgg cttcaaggtg tccaactcct cagcccgggg ctgggtcatc 2100 
148 cacccactgg gcttgcgttc cgagtttccc atctggatga tgtttgcctc cgccctgcct 2160 
150 gctctgctgg tcttcatcct catattcctg gagtctcaga tcaccacgct gattgtcagc 2220 
152 aaacctgagc gcaagatggt caagggctcc ggcttccacc tggacctgct gctggtagta 2280 
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154 ggcatgggtg gggtggccgc cctctttggg atgccctggc tcagtgccac caccgtgcgt 2340 

156 tccgtcaccc atgccaacgc cctcactgtc atgggcaaag ccagcacccc aggggctgca 2400 

158 gcccagatcc aggaggtcaa agagcagcgg atcagtggac tcctggtcgc tgtgcttgtg 24 60 

160 ggcctgtcca tcctcatgga gcccatcctg tcccgcatcc ccctggctgt actgtttggc 2520 

162 atcttcctct acatgggggt cacgtcgctc agcggcatcc agctctttga ccgcatcttg 2580 

164 cttctgttca agccacccaa gtatcaccca gatgtgccct acgtcaagcg ggtgaagacc 2640 

166 tggcgcatgc acttattcac gggcatccag atcatctgcc tggcagtgct gtgggtggtg 2700 

168 aagtccacgc cggcctccct ggccctgccc ttcgtcctca tcctcactgt gccgctgcgg 2760 

170 cgcgtcctgc tgccgctcat cttcaggaac gtggagcttc agtgtctgga tgctgatgat 2820 

172 gccaaggcaa cctttgatga ggaggaaggt cgggatgaat acgacgaagt ggccatgcct 2880 

174 gtgtgagggg cgggcccagg ccctagaccc tcccccacca ttccacatcc ccaccttcca 2940 

176 aggaaaagca gaagttcatg ggcacctcat ggactccagg atcctcctgg agcagcagct 3000 

178 gaggccccag ggctgtgggt ggggaaggaa ggcgtgtcca ggagaccttc cacaaagggt 3060 

180 agcctggctt ttctggctgg ggatggccga tggggcccac attagggggt ttgttgcaca 3120 

182 gtccctcctg ttgccacact ttcactgggg atcccgtgct ggaagactta gatctgagcc 3180 

184 ctccctcttc ccagcacagg caggggtaga agcaaaggca ggaggtgggt gagcgggtgg 3240 

186 ggtgcttgct gtgtgacctt gggcaagtcc cttgaccttt ccagcctata tttcctcttc 3 300 

188 tgtaaaatgg gtatattgat gataataccc acattacagg atggttactg aggaccaaag 3360 

190 atacatgtaa aatagggctt tgtaaactcc acagggactg ttctatagca gtcatcattt 3420 

192 gtctttgaac gtacccaagg tcacatagct gggatttgaa ctgagccgtg cagct 3475 

195 <210> SEQ ID NO: 6 

196 <211> LENGTH: 911 

197 <212> TYPE: PRT 

198 <213> ORGANISM: Homo sapiens 
200 <400> SEQUENCE: 6 

202 Met Glu Glu Leu Gin Asp Asp Tyr Glu Asp Met Met Glu Glu Asn Leu 

203 15 10 15 

205 Glu Gin Glu Glu Tyr Glu Asp Pro Asp lie Pro Glu Ser Gin Met Glu 

206 20 25 30 



208 


Glu 


Pro 


Ala 


Ala 


His 


Asp 


Thr 


Glu 


Ala 


Thr 


Ala 


Thr 


Asp 


Tyr 


His 


Thr 


209 






35 










40 










45 








211 


Thr 


Ser 


His 


Pro 


Gly 


Thr 


His 


Glu 


Val 


Tyr 


Val 


Glu 


Leu 


Gin 


Glu 


Leu 


212 




50 










55 










60 










214 


Val 


Met 


Asp 


Glu 


Lys 


Asn 


Gin 


Glu 


Leu 


Arg 


Trp 


Met 


Glu 


Ala 


Ala 


Arg 


215 


65 










70 










75 










80 


217 


Trp 


Val 


Gin 


Leu 


Glu 


Glu 


Asn 


Leu 


Gly 


Glu 


Asn 


Gly 


Ala 


Trp 


Gly 


Arg 


218 










85 










90 










95 




220 


Pro 


His 


Leu 


Ser 


His 


Leu 


Thr 


Phe 


Trp 


Ser 


Leu 


Leu 


Glu 


Leu 


Arg 


Arg 


221 








100 










105 










110 






223 


Val 


Phe 


Thr 


Lys 


Gly 


Thr 


Val 


Leu 


Leu 


Asp 


Leu 


Gin 


Glu 


Thr 


Ser 


Leu 


224 






115 










120 










125 








226 


Ala 


Gly Val 


Ala 


Asn 


Gin 


Leu 


Leu 


Asp 


Arg 


Phe 


He 


Phe 


Glu 


Asp 


Gin 


227 




130 










135 










140 










229 


He 


Arg 


Pro 


Gin 


Asp 


Arg 


Glu 


Glu 


Leu 


Leu 


Arg 


Ala 


Leu 


Leu 


Leu 


Lys 


230 


145 










150 










155 










160 


232 


His 


Ser 


His 


Ala 


Gly 


Glu 


Leu 


Glu 


Ala 


Leu 


Gly 


Gly 


Val 


Lys 


Pro 


Ala 


233 










165 










170 










175 




235 


Val 


Leu 


Thr 


Arg 


Ser 


Gly 


Asp 


Pro 


Ser 


Gin 


Pro 


Leu 


Leu 


Pro 


Gin 


His 



236 180 185 190 
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238 


Ser 


Ser 


Leu 


Glu 


Thr 


Gin 


Leu 


Phe 


Cys 


Glu 


Gin 


Gly 


Asp 


Gly 


Gly 


Thr 


239 






195 










200 










205 








241 


Glu 


Gly 


His 


Ser 


Pro 


Ser 


Gly 


He 


Leu 


Glu 


Lys 


He 


Pro 


Pro 


Asp 


Ser 


242 




210 










215 










220 










244 


Glu 


Ala 


Thr 


Leu 


Val 


Leu 


Val 


Gly 


Arg 


Ala 


Asp 


Phe 


Leu 


Glu 


Gin 


Pro 


245 


225 










230 










235 










240 


247 


Val 


Leu 


Gly 


Phe 


Val 


Arg 


Leu 


Gin 


Glu 


Ala 


Ala 


Glu 


Leu 


Glu 


Ala 


Val 


248 










245 










250 










255 




250 


Glu 


Leu 


Pro 


Val 


Pro 


He 


Arg 


Phe 


Leu 


Phe 


Val 


Leu 


Leu 


Gly 


Pro 


Glu 


251 








260 










265 










270 






253 


Ala 


Pro 


His 


He 


Asp 


Tyr 


Thr 


Gin 


Leu 


Gly 


Arg 


Ala 


Ala 


Ala 


Thr 


Leu 


254 






275 










280 










285 








256 


Met 


Ser 


Glu 


Arg 


Val 


Phe 


Arg 


He 


Asp 


Ala 


Tyr 


Met 


Ala 


Gin 


Ser 


Arg 


257 




290 










295 










300 










259 


Gly 


Glu 


Leu 


Leu 


His 


Ser 


Leu 


Glu 


Gly 


Phe 


Leu 


Asp 


Cys 


Ser 


Leu 


Val 


260 


305 










310 










315 










320 


262 


Leu 


Pro 


Pro 


Thr 


Asp 


Ala 


Pro 


Ser 


Glu 


Gin 


Ala 


Leu 


Leu 


Ser 


Leu 


Val 


263 










325 










330 










335 




265 


Pro 


Val 


Gin 


Arg 


Glu 


Leu 


Leu 


Arg 


Arg 


Arg 


Tyr 


Gin 


Ser 


Ser 


Pro 


Ala 


266 








340 










345 










350 






268 


Lys 


Pro 


Asp 


Ser 


Ser 


Phe 


Tyr 


Lys 


Gly 


Leu 


Asp 


Leu 


Asn 


Gly 


Gly 


Pro 


269 






355 










360 










365 








271 


Asp 


Asp 


Pro 


Leu 


Gin 


Gin 


Thr 


Gly 


Gin 


Leu 


Phe 


Gly 


Gly 


Leu 


Val 


Arg 


272 




370 










375 










380 










274 


Asp 


He 


Arg 


Arg 


Arg 


Tyr 


Pro 


Tyr 


Tyr 


Leu 


Ser 


Asp 


He 


Thr 


Asp 


Ala 


275 


385 










390 










395 










400 


277 


Phe 


Ser 


Pro 


Gin 


Val 


Leu 


Ala 


Ala 


Val 


He 


Phe 


He 


Tyr 


Phe 


Ala 


Ala 


278 










405 










410 










415 




280 


Leu 


Ser 


Pro 


Ala 


He 


Thr 


Phe 


Gly 


Gly 


Leu 


Leu 


Gly 


Glu 


Lys 


Thr 


Arg 


281 








420 










425 










430 






283 


Asn 


Gin 


Met 


Gly 


Val 


Ser 


Glu 


Leu 


Leu 


He 


Ser 


Thr 


Ala 


Val 


Gin 


Gly 


284 






435 










440 










445 








286 


He 


Leu 


Phe 


Ala 


Leu 


Leu 


Gly 


Ala 


Gin 


Pro 


Leu 


Leu 


Val 


Val 


Gly 


Phe 


287 




450 










455 










460 










289 


Ser 


Gly 


Pro 


Leu 


Leu 


Val 


Phe 


Glu 


Glu 


Ala 


Phe 


Phe 


Ser 


Phe 


Cys 


Glu 


290 


465 










470 










475 










480 


292 


Thr 


Asn 


Gly 


Leu 


Glu 


Tyr 


He 


Val 


Gly 


Arg 


Val 


Trp 


He 


Gly 


Phe 


Trp 


293 










485 










490 










495 




295 


Leu 


He 


Leu 


Leu 


Val 


Val 


Leu 


Val 


Val 


Ala 


Phe 


Glu 


Gly 


Ser 


Phe 


Leu 


296 








500 










505 










510 






298 


Val 


Arg 


Phe 


He 


Ser 


Arg 


Tyr 


Thr 


Gin 


Glu 


He 


Phe 


Ser 


Phe 


Leu 


He 


299 






515 










520 










525 








301 


Ser 


Leu 


He 


Phe 


He 


Tyr 


Glu 


Thr 


Phe 


Ser 


Lys 


Leu 


He 


Lys 


He 


Phe 


302 




530 










535 










540 










304 


Gin 


Asp 


His 


Pro 


Leu 


Gin 


Lys 


Thr 


Tyr 


Asn 


Tyr 


Asn 


Val 


Leu 


Met 


Val 


305 


545 










550 










555 










560 


307 


Pro 


Lys 


Pro 


Gin 


Gly 


Pro 


Leu 


Pro 


Asn 


Thr 


Ala 


Leu 


Leu 


Ser 


Leu 


Val 


308 










565 










570 










575 




310 


Leu 


Met 


Ala 


Gly 


Thr 


Phe 


Phe 


Phe 


Ala 


Met 


Met 


Leu 


Arg 


Lys 


Phe 


Lys 
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311 








580 










585 










590 






313 


Asn 


Ser 


Ser 


Tyr 


Phe 


Pro 


Gly 


Lys 


Leu 


Arg 


Arg 


Val 


He 


Gly 


Asp 


Phe 


314 






595 










600 










605 








316 


Gly Val 


Pro 


He 


Ser 


He 


Leu 


He 


Met 


Val 


Leu 


Val 


Asp 


Phe 


Phe 


He 


317 




610 










615 










620 










319 


Gin 


Asp 


Thr 


Tyr 


Thr 


Gin 


Lys 


Leu 


Ser 


Val 


Pro 


Asp 


Gly 


Phe 


Lys 


Val 


320 


625 










630 










635 










640 


322 


Ser 


Asn 


Ser 


Ser 


Ala 


Arg 


Gly 


Trp 


Val 


He 


His 


Pro 


Leu 


Gly 


Leu 


Arg 


323 










645 










650 










655 




325 


Ser 


Glu 


Phe 


Pro 


He 


Trp 


Met 


Met 


Phe 


Ala 


Ser 


Ala 


Leu 


Pro 


Ala 


Leu 


326 








660 










665 










670 






328 


Leu 


Val 


Phe 


He 


Leu 


He 


Phe 


Leu 


Glu 


Ser 


Gin 


lie 


Thr 


Thr 


Leu 


He 


329 






675 










680 










685 








331 


Val 


Ser 


Lys 


Pro 


Glu 


Arg 


Lys 


Met 


Val 


Lys 


Gly 


Ser 


Giy 


Phe 


His 


Leu 


332 




690 










695 










700 










334 


Asp 


Leu 


Leu 


Leu 


Val 


Val 


Gly Met 


Gly 


Gly 


Val 


Ala 


Ala 


Leu 


Phe 


Gly 


335 


705 










710 










715 










720 


337 


Met 


Pro 


Trp 


Leu 


Ser 


Ala 


Thr 


Thr 


Val 


Arg 


Ser 


Val 


Thr 


His 


Ala 


Asn 


338 










725 










730 










735 




340 


Ala 


Leu 


Thr 


Val 


Met 


Gly 


L ys 


Ala 


Ser 


Thr 


Pro 


Gly 


Ala 


Ala 


Ala 


Gin 


341 








740 










745 










750 






343 


He 


Gin 


Glu 


Val 


Lys 


Glu 


Gin 


Arg 


He 


Ser 


Gly 


Leu 


Leu 


Val 


Ala 


Val 


344 






755 










760 










765 








346 


Leu 


Val 


Gly Leu 


Ser 


He 


Leu 


Met 


Glu 


Pro 


He 


Leu 


Ser 


Arg 


He 


Pro 


347 




770 










775 










780 










349 


Leu 


Ala 


Val 


Leu 


Phe 


Gly 


He 


Phe 


Leu 


Tyr 


Met 


Gly 


Val 


Thr 


Ser 


Leu 


350 


785 










790 










795 










800 


352 


Ser Gly 


He 


Gin 


Leu 


Phe 


Asp 


Arg 


He 


Leu 


Leu 


Leu 


Phe 


Lys 


Pro 


Pro 


353 










805 










810 










815 




355 


Lys 


Tyr 


His 


Pro 


Asp 


Val 


Pro 


Tyr 


Val 


Lys 


Arg 


Val 


Lys 


Thr 


Trp 


Arg 


356 








820 










825 










830 






358 


Met 


His 


Leu 


Phe Thr Gly 


He 


Gin 


He 


He 


Cys 


Leu 


Ala 


Val 


Leu 


Trp 


359 






835 










840 










845 








361 


Val 


Val 


Lys 


Ser 


Thr 


Pro 


Ala 


Ser 


Leu 


Ala 


Leu 


Pro 


Phe 


Val 


Leu 


He 


362 




850 










855 










860 










364 


Leu 


Thr 


Val 


Pro 


Leu 


Arg 


Arg 


Val 


Leu 


Leu 


Pro 


Leu 


He 


Phe 


Arg 


Asn 


365 


865 










870 










875 










880 


367 


Val 


Glu 


Leu 


Gin 


Cys 


Leu 


Asp 


Ala 


Asp 


Asp 


Ala 


Lys 


Ala 


Thr 


Phe 


Asp 


368 










885 










890 










895 




370 


Glu 


Glu 


Glu Gly Arg 


Asp 


Glu 


Tyr 


Asp 


Glu 


Val 


Ala 


Met 


Pro 


Val 




371 








900 










905 










910 







373 <210> SEQ ID NO: 7 

374 <211> LENGTH: 3637 

375 <212> TYPE: DNA 

376 <213> ORGANISM: Homo sapiens 

378 <400> SEQUENCE: 7 

379 cagcggctgc aggacttcac caagggaccc tgaggctcgt gagcagggac ccgcggtgcg 60 
3 81 ggttatgctg ggggctcaga tcaccgtaga caactggaca ctcaggacca cgccatggag 120 
383 gagctgcagg atgattatga agacatgatg gaggagaatc tggagcagga ggaatatgaa 180 
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